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Abstract
Bacteroides xylanosolvens belongs to gut microbiota, digests the plant cell walls and causes the

absorption of plant fibers by the human intestine. The bacterium performs this process by
Rhamnogalacturonides enzyme which hydrolyses glycosidic linkages belongs to glycosile
hydrolase enzymes. These enzymes digest the complex hydrocarbons such as cellulose,
hemicelluloses and pectin. The studied protein in this research is Rhamnogalacturonides
degradation RhiN from xylanosolvens. In this study to assessment of bacterial
Rhamnogalacturonides, the structure of enzyme was modeled by modeller software version 9.17.
After the selection of the best model, the energy minimization and qualitative assurance were
done by computational methods. To evaluate the performance of the enzyme, the interaction with
the suitable substrate (pectin) was analyzed by docking software. As results, important amino
acids involved in enzyme connection to the pectin junctions were identified. The results showed
that the proposed model to assess the interaction between enzyme-substrate was desirable
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